were purchased from Vector Laboratories (Burlingame, CA, USA). Mayer's hematoxylin and 3% hydrogen peroxide were purchased from Dako (Carpinteria, CA, USA).
Bip Peptides Synthesis and Characterization
All fluorescent cTnI staining peptides were synthesized by solid-phase peptide synthesis (SPPS) using the standard Fmoc strategy on an automatic synthesizer (ABI-433A, Applied Biosystems). Rink amide MBHA resin, 250 µmol, with a substitution level of 0.7 µmol/mg was used as the support for peptide amide synthesis. Four-fold molar excess, relative to the resin loading, of each Fmoc protected amino acids, L-3,3-biphenylalanine, glycine, glycine, lysine, glycine, glycine, lysine, glycine, glycine, and beta-alanine were coupled sequentially to the solid support using the HBTU/HOBT coupling strategy.
After completion of the peptide chain elongation, fluorescein 5-isothiocyanate (FITC), was coupled to the last N-terminal amino acid, beta alanine (βAla). Three equivalents of FITC (750 µmol, 292 mg), relative to the resin loading, were dissolved in 4 mL NMP followed by the addition of 1 mL DIPEA. This solution vortexed thoroughly for 2-3 min then added to Rink amide MBHA resin-bound peptide in a manual SPPS reaction vessel and agitated gently overnight under N 2 at RT in the dark. The reagents were drained and washed five times with NMP. The completion of FITC coupling was confirmed by a Kaiser Test. Selective removal of the Mtt protecting groups from the side chain of the Lys residues in Bip1-Bip3 peptides was achieved using 10 ml of a solution of 1%TFA, 5% TIS, and 94% DCM, 10 times for 3 min each. Subsequent coupling of Fmoc-L-3,3-biphenylalanine (six equivalent relative to the resin loading) to the free ε-amino group of the Lys residues was carried out using HBTU/HOBT. Thereafter, the dry peptidyl resin was mixed with the deprotection cleavage cocktail (96% TFA, 3% H 2 O, 1.0% TIS, 10-20 mL cocktail/g resin) in a manual SPPS reaction vessel at RT in the dark with gentle agitation under N 2 for three hours. The cleavage cocktail containing peptides were filtered and reduced in a volume to ~1 mL.
Addition of cold diethyl ether provided peptide amides precipitates of Bip1-Bip3. (Table S1 ). The conjugates were stored at 4°C in the dark.
SDS-PAGE Analysis and Staining Imaging
Protein electrophoresis analyses were performed using SDS-PAGE mini gels 
Spectroscopic Studies
Absorption spectra of 100 µL of MTP probe, cTnI and cTnT proteins (10 µM each) as well as mixtures of cTnI and cTnT proteins with MTP probe (10 µM, each)
were measured in triplicate in 96 well black walls, clear-bottom plates (Corning, NY, USA). The changes in absorption were monitored using absorption spectrophotometer (SpectraMax.M2 e , Molecular Devices, Sunnyvale, CA, USA) in the UV/Vis region between 350 nm and 550 nm at 21 o C.
Immunohistochemical Staining
All animal studies were performed in compliance with the approved animal were fixed in 10% natural buffered formalin for 18 h, embedded in paraffin wax, sliced into 4-µm sections, and mounted on positively charged slides. Unstained tissue sections were deparaffinized with xylene for 13 min and rehydrated with ethanol and water for 12 min. Heat mediated antigen retrieval was performed with citrate buffer (10mM sodium citrate, 0.05% Tween 20, pH 6.0) using a steamer at 98°C for 20 min and cooled down to RT for another 20 min. Endogenous peroxidase was blocked with 3% hydrogen peroxide for 10 min. Protein was blocked with 5% normal horse serum in PBS for 5 min.
Tissue sections were incubated with primary antibodies against troponin I and collagen I
in blocking solution at a 1/100 and 1/200 dilutions, respectively, for 30 min at RT followed by HRP conjugated goat anti-rabbit IgG secondary antibody for 15 min at RT.
Slides were developed with DAB substrate for 5 min and counterstained with Mayer's hematoxylin for 30 seconds. Slides were then washed and dehydrated with ethanol, cleared with xylene, and mounted.
Histofluorescence Staining
Deparaffinized tissue sections were blocked with 5% BSA for 30 min followed by incubation with 10 µM solution of Bip3 fluorescent probe (~500 µl/section) for 1 h in the dark using a humidified chamber at RT. Tissue sections rinsed extensively with PBS three times, 5 min each, counter stained with DAPI (DNA Satin), coverslipped with mounting medium, and stored in the dark. The FITC fluorescent signal of the tissue sections was collected using fluorescent microscopy.
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